	Table S1. Description of data sets used in this study

	SRA Accession
	Tissue_type
	Assay_Type
	Raw reads
	BioProject
	Instrument
	LibrarySelection
	Reference (PMID)

	SRR8313584
	Carpopodium
	RNA-Seq
	12,396,713
	PRJNA509724
	Illumina HiSeq 2500
	RANDOM PCR
	509724

	SRR8313585
	Carpopodium
	RNA-Seq
	12,021,298
	PRJNA509724
	Illumina HiSeq 2500
	RANDOM PCR
	509724

	SRR8313586
	Carpopodium
	RNA-Seq
	12,601,328
	PRJNA509724
	Illumina HiSeq 2500
	RANDOM PCR
	509724

	SRR8313587
	Carpopodium
	RNA-Seq
	10,969,057
	PRJNA509724
	Illumina HiSeq 2500
	RANDOM PCR
	509724

	SRR8313588
	Carpopodium
	RNA-Seq
	10,674,342
	PRJNA509724
	Illumina HiSeq 2500
	RANDOM PCR
	509724

	SRR8313589
	Carpopodium
	RNA-Seq
	11,639,162
	PRJNA509724
	Illumina HiSeq 2500
	RANDOM PCR
	509724

	SRR8313590
	Carpopodium
	RNA-Seq
	12,117,821
	PRJNA509724
	Illumina HiSeq 2500
	RANDOM PCR
	509724

	SRR3068294
	Flower
	RNA-Seq
	31,077,411
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3068367
	Flower
	RNA-Seq
	29,763,998
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3068369
	Flower
	RNA-Seq
	33,673,881
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3068372
	Flower
	RNA-Seq
	31,959,351
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR1574778
	Fruitlet
	RNA-Seq
	6,268,402
	PRJNA261000
	Illumina HiSeq 2000
	RT-PCR
	261000

	SRR1574780
	Fruitlet
	RNA-Seq
	6,046,545
	PRJNA261000
	Illumina HiSeq 2000
	RT-PCR
	261000

	SRR1574781
	Fruitlet
	RNA-Seq
	6,294,209
	PRJNA261000
	Illumina HiSeq 2000
	RT-PCR
	261000

	SRR2960334
	Leaf
	RNA-Seq
	53,302,375
	PRJNA304083
	Illumina Genome Analyzer IIx
	RANDOM
	304083

	SRR3068246
	Leaf
	RNA-Seq
	22,765,536
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3068366
	Leaf
	RNA-Seq
	20,879,193
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3068368
	Leaf
	RNA-Seq
	18,494,114
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3068370
	Leaf
	RNA-Seq
	23,063,179
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR6478848
	Leaf
	RNA-Seq
	7,430,723
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478849
	Leaf
	RNA-Seq
	6,533,923
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478850
	Leaf
	RNA-Seq
	7,620,278
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478851
	Leaf
	RNA-Seq
	9,081,562
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478852
	Leaf
	RNA-Seq
	4,825,239
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478853
	Leaf
	RNA-Seq
	6,903,959
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478854
	Leaf
	RNA-Seq
	8,544,506
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478855
	Leaf
	RNA-Seq
	6,004,061
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478860
	Leaf
	RNA-Seq
	5,658,367
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478861
	Leaf
	RNA-Seq
	6,521,358
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478864
	Leaf
	RNA-Seq
	7,370,305
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR6478865
	Leaf
	RNA-Seq
	7,596,265
	PRJNA430479
	Illumina HiSeq 2000
	RANDOM
	430479

	SRR5337916
	Ovary
	RNA-Seq
	6,342,335
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337917
	Ovary
	RNA-Seq
	6,359,479
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337918
	Ovary
	RNA-Seq
	5,915,482
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337919
	Ovary
	RNA-Seq
	6,074,300
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337920
	Ovary
	RNA-Seq
	5,905,653
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337921
	Ovary
	RNA-Seq
	6,120,527
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337922
	Ovary
	RNA-Seq
	5,972,552
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337924
	Ovary
	RNA-Seq
	6,362,449
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337925
	Ovary
	RNA-Seq
	6,299,667
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337926
	Ovary
	RNA-Seq
	5,871,698
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337927
	Ovary
	RNA-Seq
	6,232,388
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR5337928
	Ovary
	RNA-Seq
	6,305,596
	PRJNA378601
	Illumina HiSeq 2000
	RANDOM
	378601

	SRR1929297
	Pericarp
	RNA-Seq
	8,235,846
	PRJNA278677
	Illumina HiSeq 2000
	other
	278677

	SRR1929299
	Pericarp
	RNA-Seq
	6,633,639
	PRJNA278677
	Illumina HiSeq 2000
	other
	278677

	SRR1929301
	Pericarp
	RNA-Seq
	7,306,256
	PRJNA278677
	Illumina HiSeq 2000
	other
	278677

	SRR1929303
	Pericarp
	RNA-Seq
	7,752,975
	PRJNA278677
	Illumina HiSeq 2000
	other
	278677

	SRR1929305
	Pericarp
	RNA-Seq
	8,149,186
	PRJNA278677
	Illumina HiSeq 2000
	other
	278677

	SRR2952606
	Pericarp
	RNA-Seq
	10,025,704
	PRJNA303128
	Illumina HiSeq 2500
	other
	2042789

	SRR2954687
	Pericarp
	RNA-Seq
	12,500,689
	PRJNA303128
	Illumina HiSeq 2500
	other
	2042789

	SRR2954690
	Pericarp
	RNA-Seq
	10,279,874
	PRJNA303128
	Illumina HiSeq 2500
	other
	2042789

	SRR2954691
	Pericarp
	RNA-Seq
	11,138,113
	PRJNA303128
	Illumina HiSeq 2500
	other
	2042789

	SRR3068331
	Seed
	RNA-Seq
	44,895,529
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3080060
	Seed
	RNA-Seq
	39,702,700
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3080061
	Seed
	RNA-Seq
	39,394,534
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270

	SRR3080062
	Seed
	RNA-Seq
	35,991,291
	PRJNA307270
	Illumina HiSeq 2500
	PolyA
	307270




